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1. HR-HPV E6/E7 HE[Al SNP A (1 [ AH 5 R 1238 AU A 478 [ AR 2 (AR el 7 1 3
R IERET, FURFAEAE T - FTIR ) HR-HPV. B6/E7 (A1) — NS LA 24 R AL SNP A7 i, BF
ANRAZ SNP AL mE B E AT 2 WA IR E 7251, BT () HR-HPV. E6/E7 2 [A [ — B R A B
RATINIRE PP IR — 2% B A IERAT 5 Pl (KB [AL L 542 SNP A7 s S IR BT e 4 1 Bir

N s

B

%

HE RS

HPV16E6

12(6/0)

tgcaccaaaagagaactgeaa

tgcaccaaaaaagaactgeaa

29(A/C)

geaatgtitcaggacccacag

geaatgtttcCggacecacag

42(G/A)

tgttteaggacccacaggage

tgtitecaggaccecacaggaac

tgttteceggacccacaggage

tgtitecgpacecacaggaac

49(A/C)

aggaccecacaggaacgaceca

dggacccacaggaacgacecee

aggaccecacaggagegaceca

aggacccacaggagegaceee

cggacceacaggaacgaceca

eggaccecacaggaacgaccee

CEEACCCACAEEAZCEACEa

cggacceacaggagegaceee

50(G/C)

gacccacaggaacgaceeaca

gacccacaggaacgacceaga

gacCCACAgEAACEACEEeEa

gacccacaggaacgaccecga

gacceacaggagegacecaca

gaccecacaggagegacccaga

gacceacaggagegacececa

gacccacaggagegaceeega

55(T/6)

ggtaccacagttatgeacaga

gttaccacagttiatgcacaga

gltaccacatttatgeacaga

gttaccacatttatgecacaga

63(G/T)

taccacagttatgeacagage

taccacatttatgcacagage

80(A/C)

tatgeacagagetgeaaacaa

tatgeacagagetgecaacaa

86 (C/6)

cacspagetgeaaacaactatl

cacagagetgeaaacaagtat

cacagagetgecaacaactat

cacagagetgecaacaagtat
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91 (C/A)

cagagctgcaaacaactatac

cagagetecanacaactatas

cagagctgcaaacaagtatac

cagagetgeanacaagiataa

cagagetgecaacaactatac

cagagctgecaacaactataa

cagagetgecaacaagltatac

cagagcligccaacaagiataa

96 (T/G)

cigeanacaactatacatgat

ctgcanacaactatacatgag

ctgeaaacaactataaatgat

cltgcaaacaactataaatgag

ctgccaacaagtataaatgat

ctgccaacaagtataaatgag

ctgcanacaagtataaatgat

ctgcaaacaagtataaatgag

clgeaaacaagtatacatgat

ctgeaaacaagtatacatgag

ctgecaacaactatacatgat

ctgccaacaactatacatgag

ctgecaacaagtatacatgat

cligceaacaagtatacatgag

ctgecaacaactataaatgat

clegccaacadaciataaateag

10L(T/C)

acaactatasalgatatlaaca

acaaciatanatgatataata

acaagtaltacatgatataaca

Acaagtatacatgatataata

acaaglatacalgagataaca

acaagtatacatgagataata

acaactatacatgagataaca

acaactatacatgagataata

Acaactataaatgagataaca

acaactataaatgagataata

acaactatacatgatataaca

acaactalacatgatataata

acaagtataaatgatataaca

acaagltatanatgatataata

acaagtataaatgagataaca

acangtatasatgagataata

103(1/6)

Agtacaatelotgtactgeaa

attacaatgtgtgtactgeasa

aglacaatglglglactgoga

attacaatgtigtglacigega
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agtagaatgtgtetactgeaa

attagaatgtgtgtactgeaa

agtagaatgtetgtactecega

attagaatgigtgtactgega

106 {G/C)

agtacaatetetgtactgean

agtagaatgtetgtactgeaa

attacaatgtgtgtactegcaa

atiagaatgigigtactigeaa

agltacaatgletegtactgega

agtagaatgtetetactgesa

attacaatgtgtgtactgcga

attagaatgtgtgtactgega

121 (A/6)

tgtgtactgeaageaacagtt

tgtegtactgegagcaacagtt

168 (C/G)

gaggtatatgactitgetttt

gaggtatatgactitggtitt

163(C/T)

ttttegggatttatgeatagt

tttttgggatitatgcatagt

187(G/A)

agtatatagagateggastce

agltatatagaaatggraatce

194 (A/G)

atgggaatccatatgetgtat

atgeggagtecatatgetgtat

203 (C/G)

tecatategctigtategleatan

tecatatggtotatptaatas

235 (A/G)

gtittattctaaaattagtga

gtittattctigaaatiagiea

253(C/T)

gagiatagacatiatigital

gagtatagatattatigtiat

268 (1/6)

attgttatagtegtgtatggaa

attgttatagtitgtatggaa

278(C/T)

tgtatggaacaacattagaac

tgtatggaataacattagaac

337 (1/6)

gtgtattaactgtecaaaagee

gtgtattaacggtcaaaagee

367 (C/G)

ccteaagaaaaccaaagaca

celgaagaaaagcaaagaca

cetgcagagaaccaaagaca

celgoagaanagcaaagaca

375(T/6G)

andgacagetggacaaaasage

aaagacatetggacaaaaage

425 (G/A)

ggtggaccggteaatgtatgt

getgpaccgetegatgtatet

434(C/6)

atgtatgtettgttecagate

atgtatgtgtigtigeagate
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45{6/D) tgttagattigeaaccagaga
tgttagatiticaaccagaga

85 A/ tgttatgagcaattaaateac
tgttatgagcaattacatgac
tgtiatgageaattacgtigae

86 A/G) tgttatgageaattaagtgac
138{G/R) tggacangeagaaccggacag
tgegacaagoagaaccggacag

151{C/A) gegacagageceattacaatat
ggacagagceaatiacaatat

169.(T/C) cecattacaatattgtaacet
cecattacaatatigtaacce
ccaattacaatattgtaacet

HPVIBET — ceaattacaatattgtaacce
171(T/C) | taaccttttgttgcaagtgty
taaccttctgttgecaagtgte
taacceltigttgcaagtgtyg
taaccetctigttigeaagtgte

188/ asgteteactctaceeticeg
aagtgtgactttacgeticge

196(C/T) tacgetteggttgtgegtaca
tacgettigetigtecgtaca

223(G/R) acacacgtagacattestact
acacacglasacaticgtact

258{A/G) taatgggcacactaggaattg
taatggpcacegctiaggaatig

262G/ ctaggaattgtotecceeate
ctaagaattgligtgccceate

94(G/C) gaaalgegtigaatgeaaaaa
gaaatgegtteaatgcaasaa

HPV58ES 2HRIC/A) tatategagasacatiagaac
tatatggagacacattagaac

279:40/C) aaacactaaasaagtgtitaa
aaacacltaaacaagtgtitiaa

HPVS8ET | 26(G/A) ccaacgetaagagaatatatt
ceaacgetaanagaatatatt

40(G/A) atatattttagatttacatce
atatattttaaatttacatec

121{G/X) aggctteggacgeeccagateg
aggetigpacaggecagatgg

187 (G/A) ttacacttgtegeaccacggt
ttacacttgtagcaccacggt

220{A/6) gigtateaacagtacaacaac
glgtateaacaglacageaac
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225(C/T)

ateaacagtacaacaaccgaa

atcaacagtacaacaactgaa

atcaacagtacaacaacegac

atcaacagltacaacaactgac

atcaacagtacageaaccgaa

atcascagtacageaactgaa

atecaacagtacagecaaccgac

alcaacagltacagecaactgac

228(C/N)

atcaacagtacaacaaccgaa

ateaacagltacaacaaccgac

atcaacagtacaacaactgaa

atcaacaglacaacaacigac

atcaacagtacagecaaccgaa

ateancagtacageaacegac

atcaacagtacageaactgaa

atcaacagtacagcaactgac

230(1/C)

gaagbaccaacectacageag

gaageaccaaccctacageag

gangtacgaacecetacageag

gaagcacgaaccctacageag

gacgltaceaaccetacageag

gacgeaccaaccelacageag

gacgtacgaaccctacageag

gacgeacgaaccetacageag

233(6/0)

gaagiacgaaccclacageag

gaagtaceanceelacageag

gaagcacganccctacageag

gaageaccaacectacageag

gacgeacgaaccetacageag

gacgeaccaaccetacageag

gacgtacgaaccetacageag

gacgtaccaaccectacageag

251 (T/h)

cageagetgettatggecaca

cageagetecatatgggeaca

272(1/G)

tgtaccattigtgtgeectage

tgt&mcahtgggtgccctagc

HPV18EGS

49(c/1)

getacctgatetgtgeacgga

gotacctgattitetgeacgea

183(C/6)

acagtataccecatgetgeat

445 (C/A)

acgacaggaacgactecaacg

acgacaggasagactecaacy

HPVB2ES

90(T/C)

gectegcagtetgtgcagtgea

ggctegcagtgegtgeagtgea

HPVH2ET

L0/

gaggaggatacagatggtglg
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gaggaggatatagatggtgtg

175(T/6)

tactacattgtgacatattgt

tactacattigigacagattgt

181(C/T)

glgacagattgtcacagttgt

glgacagatigttacagtigt

gigacatattgtecacagttgt

glgacatattgttacagtigt

190 (G/A)

acagtigtgatageacactac

acagttgtaatageacactac

249 (A/G)

ctetacageaaatgetgttegg

ctetacageagatgetgtigg

296 (T/G)

cecggetgtgeacggetataa

cecggetgtgeacggegataa

2. HR-HPV E6/E7 FE[K SNP A (IR 6L, FARFMELE T %8 HA SEQID No. 1-225 1%

HIRFPI 2 — KI5,

3. —FFH T HR-HPV E6/E7 P SNP Kl il &, JLRFIEAE THZalm & e -

1) A5 HR-HPY A 5 (1) 2P0
2) BANIOLKIZ E PCR M 5
3) BUAER 1 BT i R AR o
4. MRIEBCRE R 3 Prif i H T HR-HPV. E6/E7 L LAl SNP 4530 (91857 &, JURFibAE T2

PCR 51490407 F P 7 -

HPV16EGF CGAAACCGGTTAGTATAA
HPV16EGR GTATCTCCATGCATGATT
HPVIGETF CTGAAGAAAAGCAAAGACATC
HPVI6GETR CATTACATCCCGTACCCTC
HPV58EGF AATGCCAAATCTTGTAAAAACTAGG
HPV58E6GR CATAATTGCTCATAGCAGAA
HPVS8ETF ACAAGTGTAACCTGTAACAACGC
HPV58E7R TTGTACCTTCAGGGTCATCCA
HPV52EGF TAACCGAAAACGGTCAGA
HPV52EGR GTTTCAGGTTGCAGATCTAAT
HPV52ETF ATATTATGGGTCGTTGGACA
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HPV52E7TR CCTGTACATCCCTCCCTTTC

HPV18EGF GAAAACGGTGTATATAAAAGATGTG

HPV18EGR GTCAACCGGAATTTCATTTTG

5. MRPEBCRIE K 3 ik i) FH T HR-HPV E6/ET 2R SNP A (1A 70 &, TR AE7E T 3
IR LAY 4 0. 0IM Tris—HCL pH 8.0, 0. 005M EDTA pH 8.0, SDS 0. 5%.

6. FRHEACRE KR 3 Frd (9 H T HR-HPV E6/E7 ZEPE SNP A ik 7n) &, FLRFEAE T2
PCR X W ALHE -

Onetaq 5u/u1l

DATP 100mM

DTTP 100mM

DGTP 100mM

DCTP 100mM

CY3-DCTP 1nm/ul

20 X SSPE

SDS

100 X BSA

EDTA

Nuclease—free water

HCONH,

PCR F=#4iALiR 7 &

ToIK LT

7. WRAEBCRIEE K 3 BTk i FH T HR-HPV E6/E7 ZEPR SNP A I (500 &, JORFIEZE TN
IV cy3-dCTP.

8. MRIERCHE R 3 BTk i T HR-HPV  E6/E7T &[5 SNP Kl (93 71l £, Hor fEAE T 1%
IR E BT A B —globin ZEEE, A MG 51440, 5 HRHPVES/ET7 [R]I 43, [A] A
NI

B -globin GH20 5 ~TTCCAGCCTTCCTTCCTGG-3

B -globin PC04 5 ~TTGCGCTCAGGAGGAGCAAT-3 o

8
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HR-HPV E6/E7 £ [& SNP #3089 E B B A0 §1 LA B 46t

=

ARG
[0001] AR BH JE A i Bl AV AP H RSk, HAR 29 J HR-HPVE6/E7 5K SNP 46 1 [ AH
B FIEREL 5 1) LU SAS IR ) 5

BEEA

[0002]  E SR R o PR AR R L IR R A FL SR R (HR-HPV) By a2 5 S
RIGHLEER 2R, L AE 99. 7% IS S0 41 4UPiEsE HPV DNA (77 4E . KEIFIT CE sk,
BB ANTLBE I (HR-HPV) FREE 4L Ry & [ HR-HPV 2 Py A48 Sk (R —E 2 i HPY 2
A, SRR LR R R L X A T 2% 25, ARG XN T 5% 225 ) Behn e 3
Ji (CC) BB b R oA (CIN) HIRIw k.

[0003]  H Y, B8 R A = RS HPV IR Y, i g R A AT R, R S
I, HPV RS I fe A 381 5 B ) R R A VR 0 o A e I e A, AT AR - R 2 W R T T
U A T T A A R A A T 5 L PN R 0 A R P — D e, 2 AT R
T 2 JLF- 56 4] Py PR 15 B L B YA 7 1R 9509 o

[0004] M\ 1941 4F EL PG40 M v B2 AT 4 A 1 1 PR o 7 2, 150 12 Tk 0 2 AX P oA i 2 40
2 BB AR il £ QL EL RN 7 S5 AR 22 77 T 1153 1, st ECRS 00 7 7 9 s 22 RV R MRS
50% /iA7, A T vo IR LR AR (B 5, VRIE AN (LBC) ERARAR Gevd i i A b vE 37 77
2, (B SCHREE T Me ta 43 M1 38 B JC 18 2 704 HH 3RS 2 7E B AR AR I AN &R | LBC FR AR
TG, I H40 M A SRt it 2 g ok A R ) 3 I BB BRI R 55 B ) A
RUFRE A, BRI, ZE SRR H 2 b IX ANIE AR A o PIIRAS I G FRBS IR 1 5256 (VIA) FHffige s
% (VILD) 2 — P asr a8 i A 7 i, (A BUSRPEAC, JoM kR BRIk, Sodk B /T A7 AR it
BHEAPIC N EE,

[0005] 7T S 46 5 30 40 0 2 O i 1) 4E b, HR-HPV A 14 4 £ A CIN2-3 R i A7 33 11 R
Ky S ARAG I F HPY 4 42 1¥) 58-71 1%, HPV-DNA Kl vt R T 40 B 27 05 2 (1) 3= W 1k, S ()
FEFR B HPY R INAE Ay — P i 5 vE AR I e A w28 b B 40 i 2 B B Ut (T
25-35% ) FIHPETCIAE, RS (5-10% ) FTBH M FI0u{eL 4 40 e 2541, Rl 33— PR
B0 HPV-DNA I 5 PR 1) T AR

[0006]  HifT E R HE 22 (1) IALAT 93 4 1R s R BH HR-HPV 256 D] 20 78 P A Al ok 42 % Ak
A G P S N B ) §4 0 HR-HPY (B0 7o HR-HPV 45 52 (1K) 7Y PN 28 S5 4K 15905 75 5 S Rl
PR RXRREY), I BRI Z S . BT HPV16.HPV18.HPV58 Fll HPV52 A7 (A 5T
W%, ARG ER B, 765G LR ORI FL B A, HPVI6E6L83V 5 HPV R4 /st | & 5
Jers B A0 1R RO R A I R FEAH DG, T AE H A A [ B, HPV I6E6D25E 55 5 #iss M = 83
2RI AR IR R FEAH G

(00071 DL _ERFGEER N, 4 HPV 2R Py JEERI 4 AR S AR o AR ) 24 b, B il 46 HR-HPV
BH P N AT 3 22 R A A S fe Tl G e Ay e S B e A 1 | A 5 3900 A8 IR 8 1 B

9
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AIAT Y, E AT LASR AN B2l HPV-DNA A0 55 PR FH P PO (B I B R o FRAT)Z AT 5
9 R B 2B 2 (1) E6/ET AR R 0] BEE S = B0 M, BARRE WCE (Gynecol Oncol 2010 ;
119 :436-43 Int J Gynecol Cancer 2010 ;20 :1391-8) .

[o008] T E & EIEF HiE ( HiE S :201010151982. 6 HIiE H :2010-04-20) A FF 7 ¥
N SK I8 0 7 2 ERUES i BRI » 22 ERES /B 4 [ A 28 AR ] e 7 i [ A E A B HL
SLIRE I TR R MU EREL , PR 34T A0FE SEQ 1D No. 9-37 I T IRIT ) 4045 27 Fp HPV
TURE S HEORED, X NALHR T 22 Flosife Kb e HPY, 5 B e i HPY AT 2 Fip iy fe A HPV 3845
(HPV16/HPV18) o %L F AL (LRI v A2 E 1R P HB X WK HR-HPV16.58 18,52 P4
TR R B6 /BT 5 BRI S5 o7 A M) 2 50 7 e s NP 7 A Pt A 38 ok s o AN T DA I AE
H AL HR-HPV16.58. 18,52 PYFfr iV A , 1iiy H. 55 3= B 2 A Il DY A E Y E6/E7 5 RIS 2 47
SRR S Ol CEY AR BB Y ) o A B T S ) BE DRLES /2 X HPY SR ARV o 1), R4
Vb AE L1 DI, =B I RE 5 T i) HPV P (41 HPV6.11.16.18.31.33 %% ) .

ZIPAA

[0009]  F 5% BT 0 25 i AU A S 3 A 5 A A HPV-DNA sz 0\ G AR S A 0T B 12
FNAE, A% B H (SR 3E—Fh HR-HPV  E6/E7 JE K] SNP A& I (549 [& A5 85 F 5 12 ] AH 5
B E 65 4~ HR-HPV16.58. 18.52E6 /E7SNP {7 i, A LAG/R AN B4l HPV-DNA 5 I 4 57 MR A
P A ST, RS ) EL A PR vy 30 PR 5 AT B4 (K P T 5 00 P 0 2 A 81 00 1)
IS WIRIGST « AR BB — A H 1232405 HR-HPV E6/E7 &K SNP &Il IEREH 5140 A
RETHIS —A B B2 3R FH T HR-HPV E6/E7 JEEAl SNP A (#1177 &

[o010] A TSEIL EARFIE— B, AKHEH TUTFHREARTE

[0011]  HR-HPV E6/E7 HE[E SNP R () [ AH S A, IS L A GRS [ AR oA Fn [ 2 2Lk
FIAR TR , SLRRAEAE T TR () HR-HPV B6/B7 FE[AI ) — D FE R HA £ N 5848 SNP A7 /4,
ANGEAE SNP A S BT T 4 HOR UHREL ), TR () HR-HPV . E6/E7 ZE IR i) — AN SE DR BAT T
KT INEREL 7 A1 I — 42 B 2 AR DNERET 5 T I 925 (R L 5878 SNP A7 s K U EREE 77 40 o T
N

[0012]

[0013]

10
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[0014]

KA

B T

HPV1GE®

12{G/A)

Lgcaccaaaagagaactgcaa

tgcaccaaaaaagaactgcaa

29 (A/C)

gecaatgtttcaggacccacag

gcaatgtttecCggaceccacag

42 (G/A)

tgtttcaggacccacaggage

tgtttcaggacccacaggaac

tgtttecggacccacaggagc

tgtttccggacccacaggaac

49 (A/C)

aggacccacaggaacgaccca

aggacccacaggaacgaccce

aggacccacaggagcgaccca

aggacccacaggagocgaccec

cggacccacaggaacgaccca

cggacccacaggaacgaccce

cdggacccacaggagegacecea

cggacccacaggagcgaccod

50(G/C)

gacccacaggaacgacccaca

gacccacaggaacgacccaga

gacccacaggaacgaccecca

gacécacaggaacgaccccega

gacccacaggagegacccaca

gacccacaggagcgacccaga

gacccacaggagcgacceeca

gacccacaggagcgaccecga

55(T/G)

ggtaccacagttatgcacaga

gttaccacagttatgcacaga

gttaccacatttatgcacaga

gtitaccacatttatgcacagsa

63(G/T)

taccacagttatgcacagagc

taccacatttatgcacagagc

80 (A/C)

tatgcacagagcltgcaaacaa

tatgcacagagctgccaacaa

86 (C/G)

cacagagctgcaaacaactat

cacagagctgcaaacaagtat

cacagagctgccaacaactat

cacagagctgccaacaagtat

91(C/A)

cagagctgcaaacaactatac

cagagctygcaaacaactataa

cagagctgcaaacaagtatac

cagagctgcaaacaagtataa

cagagctgccaacaactatac

cagagctgccaacaactataa

cagagctgccaacaagtatac

cagagctgccaacaagtataa

11
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[0015]

96(T/G)

ctgcagacaactatacatgat

ctgcaaacaactatacatgag

ctgcaaacaactataaatgat

ctgcaaacaactataaatgag

ctgecaacadgtatagatgat

ctgccaacaagtataaatgag

ctgcaaacaagtataaatgat

ctgcaaacaagtataaatgaqg

ctgcaaacaagtatacatgat

ctgcaaacaagtatacatgag

ctgccaacaactatacatgat

ctgccaacaactatacatgag

ctgecaacaagtatacatgat

ctgccaacaagtatacatgag

ctgccaacaactataaatgat

ctgecaacaactataaatgag

101 {(T/C)

acaactataaatgatataaca

acaactataaatgatataata

acaagtatacatgatataaca

acaagtatacatgatataata

acaagtatacatgagataaca

acaagtatacatgagataata

scaactatacatgagatasca

acaactatacatgagataata

acaactataaatgagataacs

acaactataaatgagataata

acaactatacatgatataaca

acaactatacatgatataata

acaagtataaatgatataaca

acaagtataaatgatataata

acaagtataaaltgagataaca

acaagtataaatgagataata

103(T/G)

agtacaatgtgtgtactgcaa

attacaatgtgtgtactgcaa

agracaatgtgtgtactgega

attacaatgtgtgtactgega

agtagaatgtgtgtactgcaa

attagaatgtgtgtactgcaa

agtagaatgtgtgtactgcga

attagaatgtgtgtactgcga

106(G/C)

agtacaatgtgtotactgcaa

agtagaatgtgtgtactgcaa

attacaatgtgtgtactgecaa

attagasatgtgtgtactgcaa

12
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[0016]

agtacaatgtgtgtactgecga

agtagaatgtgtgtactgega

attacaatgtgtgtactgecga

attagaatgtgtgtactgcga

121 (A/G) | tgtgtactgcaagcaacagtt
tgtgtactgcgagcaacagtt
158 ({C/G) | gaggtatatgacttigetttt
gaggtatatgactttggtttt
163(Cc/T) | ttttecgggatttatgecatagt
tttttgggatttatgcatagt
187 (G/A) | agtatatagagatgggaatcce
agtatatagaaatgggaatcce
194 (A/G) | atgggaatccatatgectgtat
atgggagtccatatgctgtat
203(C/6) | tccatatgctgtatgtgataa
teccatatggtgtatgtgataa
235(A/G) | gttttattctaaaattagtyga
gttttattctgaaattagtga
253(¢/T) | gagtatagacattattgttat
gagtatagatattattgttat
268 (T/G) | attgttatagtgtgtatggaa
attgttatagtttgtatggaa
278(¢/ 1) | tgtatggaacaacattagaac
tgtatggaataacattagaac
337 (1/6G) | gtgtattaactgtcaaaagee
gtgtattaacggtcaaaagee
367 (C/G) | cctgaagaaaaccaaagaca
ccltgaagaaaagcaaagaca
cotgcecagaaaaccaaagaca
cctgcagaaaagcaaagaca
375(1/6G) | aaagacagectggacaaaaagce
aaagacatctggacaaaaagc
425 (G/A)} | ggtggaccggtcaatgtatgt
ggtggaccggtcgatgtatgt
434 (C/G) | atgtatgtettgttgeagate
atgtatgtgttgttgcagatc
HPVIGET | 45 (G/T) tgttagatttgcaaccagaga
tgttagattttcaaccagaga
85(a/c)y | tgttatgagcaattaaatgac
tgttatgagecaattacatgac
tgttatgagcaattacgtgac
6 (A tgttatgagcaattaagtygac
136 (G/R) | tggacaagcagaaccggacayg

tggacaagcaaaaccggacag

13
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[0017]

151(C/A)

ggacagagcccattacaatat

ggacagagecaatiacaatat

169{T/Cy | cceattacaatattgtaacct
coccattacaatattgtaaccecc
ceaattacaatattgtaacet
ccaattacaatattgtaacce

1714¢T/C) | taaccttttgttgeaagtgty
taaccttcetgttgecaagtagtyg
taaccetttgttgecaagtgtyg
taaccctctgttgecaagtoty

188 (Cc/T) | aagtgtgactctacgecttcgg
aagtgtgactttacgcticgyg

196 (c/T) | tacgctteggttgtgegtaca
tacgctttggttgtgegtaca

223 (G/A) | acacacgtagacattcgtact
acacacgtaaacattcgtact

258 (A/GY | taatgggcacactaggaatty
taatgggcacgctaggaattg

a2 {G/n) | ctaggaatiotgtygececeeate
ctaagaattgtgtgeccececatce

G4 (GG gaaatgcgtigaatgcaaaaa
gazaatgcgticaatgcaaaas

HPVSSES 258 (/Y | tatatggagaascattagasc
tatatggagacacattagasc

2T9A/CY | aaacactaasaaaagtgttitasa
aaacactaaacaagtgtitaa

HPVSBET | 28 {G/R) coaacgctaagagaatatatt
ccaacgctaaaagaatatatt

40{G/A) | atatattttagatttacatce
atatattttaaatttacatcc

121(G/A) | aggcttggacgggccagatgy
aggcttyggacaggccagatyyg

L8T{G/A) | ttacacttgtggeaccacggt
ttacacttgtagecaccacggt

220(8/G) | gtgtatcaacagtacaacaac
gtgtatcaacagtacagcaac

225(C/T) | atcaacagtacaacaaccgaa

atcaacagtacaacaactgaa

atcaacagtacaacaaccgac

atcaacagtacaacaactgac

atcaacagtacagcaaccgaa

atcaacagtacagcaactgaa

atcaacagtacagoaaccgac

atcaacagtacagecaactgac

14
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[0018]

228(C/A)

atcaacaglbtacaacaaccgaa

atcaacagtacaacaaccgac

atcaacagtacaacaactgaa

atcaacagtacaacaactgac

atcaacagtacagcaaccgaa

atcaacagtacagcaaccgac

atcaacagtacagcaactgaa

atcaacagtacagcaactgac

230(T/C)

gaagtaccaaccctacageag

gaagcaccaaccctacageaqg

gaagtacgaaccctacagceag

gaagcacgaaccctacageayg

gacgtaccaaccctacageag

gacgcaccaaccetacagcag

gacgtacgaaccetacageag

gacgcacgaaccctacagcay

233(G/C)

gaagtacgaaccctacageaqg

gaagtaccaaccctacagcag

gaagcacgaaccctacageaqg

gaagecaccaaccctacageag

gacgcacgaaccctacageay

gacgcaccaaccctacagcag

gacgtacgaaccctacageayg

gacgtaccaaccctacageag

251(T/A)

cagcagctgcttatgggcaca

cagcagctgcatatgggeaca

272(T/G)

tgtaccattgtgtgccctage

tgtaccattgggtgccecctage

HPV1BES

49(C/T)

getacctgatctygtgcacygga

gectacctgatttgtgeacgga

183(C/G)

acagtatacceccatgetgeat

445(C/4)

acgacaggaacgactccaacyg

acgacaggaaagactccaacyg

HPVSZE6

90(T/C)

ggetgcagtgtgtgecagtgea

ggctgcagtgegtgcagtgea

HPVSZE7Y

110(C/T)

gaggaggatacagatggtygty

gaggaggatatagatggtgtyg

175(1T/G)

tactacattgtgacatattgt

tactacattgtgacagattgt

1BL(C/T)

gtgacagattgtcacagttogt

gtgacagattgttacagttygt

gtgacatattgtcacagttgt

gtgacatattgttacagttgt

190(G/A)

acagtigtgatagcacactac

15



CON 102703606 A W OB P 8/26 T

acagttgtaatagcacactac

249(A/G) | ctctacagcaaatgetgttgg

ctctacagcagatgetgttgg

296 (T/G) | ceccggetgtgcacggetataa

cocggetgtgcacggegataa

foo19] 4 T SEBRL EIAKIEE AN HE, AR BIRA T LN AR T %

[0020]  HR-HPV E6/E7 Z& Al SNP Kl (R ET , R4 HAT SEQID No. 1-225 L IR 41 2

—HIFEA.

[0021]  AKBIIRR SEQID No. 115-118 SN APERECE 21 ik, TREFIK TM AR — 1
55 28 AR e I T PR A B R T R R B A A SRAT, AR AR ET RIR RLF PCR =) 2448

N S AL A AT 2 — B, AR T AE ] — 2 AT BT DA (9 280 R] 20 45, Ad A0 D00 v i

PER RGN o

[0022] & 7 SEER EIRRIEE AN HIL, AR WIRA T LT AR T %

[0023]  —F AT HR-HPV E6/E7 ZE[A SNP A Il (A7) &, %350 S e i

[0024] 1) £ HR-HPV A4 (1) RV

[0025]  2) & AFIGIZ B PCR KW

[0026]  3) BUHEISK 1 Frak A AR B o

[0027]  EALIE, BTk K2 5 PCR B350 iR -

[0028]

HPVIGEGF CGAAACCGGTTAGTATAA
HPVIGEGR GTATCTCCATGCATGATT
HPVIGETF CTGAAGAAAAGCAAAGACATC
HPVIGETR CATTACATCCCGTACCCTC
HPV58EGF AATGCCAAATCTTGTAAAAACTAGG
HPV58EGR CATAATTGCTCATAGCAGAA
HPVSSETF ACAAGTGTAACCTGTAACAACGC
HPV5SETR TTGTACCTTCAGGGTCATCCA
HPV52EGF TAACCGAAAACGGTCAGA
HPV52EGR GTTTCAGGTTGCAGATCTAAT
HPVO2ETF ATATTATGGGTCGTTGGACA
HPV52E7R CCTGTACATCCCTCCCTTTC
HPVISEGF GAAAACGGTGTATATAAAAGATGTG
HPV18E6GR GTCAACCGGAATTTCATTTTG

[0029] PRIk, BT I AAFLI¥ 15 4 0. 01M Tris—HCL pH 8.0,0. 005M EDTA pH 8.0,
SDS 0.5%
[0030]  fE NI, FTid ¥ 2 B PCR S WAL 4% -

[0031]
Onetaq 5u/u1
DATP 100mM
DTTP 100mM
DGTP 100mM
DCTP 100mM
CY3-DCTP 1nm/ul
20 X SSPE
SDS

16
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100 X BSA

EDTA

Nuclease—free water
HCONHZ2

PCR 42 it
oK LI

[0032] R MARIE, Frikif4B N5 iR cy3—-dCTP,
[0033]  fEMPLIE, ik iz R & KPR PR FEOA N B —globin JER, P W51, 5
HR-HPVE6/E7 [F]INH 14 , [ Ik )

[0034] B —globin GH20 5’ ~TTCCAGCCTTCCTTCCTGG-3’

[0035] B —globin PC04 5’ ~TTGCGCTCAGGAGGAGCAAT-3",

[0036] I FH A A BH AT G ARSI g vE i RAOD BRI -

[0037] (1) FHFE S IR RFEAS BRI DNA 3E4T £ 55 PCR, BT I 514040 1, 4y A4l 9™
B, P33 cy3-dCTP % J6hric I HR-HPV16.58.18.52E6/E7 ZE A 741

[0038]  (2) 2442 o FIRY HEAS B0 DNA P80 SRR B B2 A6 B DNA #RET 54T OB 5
[0039]  (3) HAH KAl fE 5 AT HHY

[0040]  (4) &5 AR AL 0 7 G R GE EHGME B R U5 B, 4% O 7 3R EH
H A AT RE S HPY 2R % K2 B6/ETSNP 151 .

[0041] A% BH A A R0 75 32 e o PR L v P AN Y HPV JBR % 2 s v i DL I D v v s
VPR, [E] I EEAERA ORI HR-HPV 16,58 18.52E6/E7 JEERl SNP o7 s {5 vt , B VR fv B, Bkt
X B SR R A2 W s AT RE E R .

M4 &35 AR
[o042] & 1 Ay PUBPSEI HPVT ANFEER ) B A 3R 4 A R

BAETEAR

[0043]  SEJERY | AREFUCE SRS

[0044] A< B (¥) HR-HPVE6/E7SNP 15 SN 1 ;
[0045] & 1. HITH 4G IEE A i) SNP A7 i3
[0046]

17
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Gene
Length Number of SNP SNP Information
Name
12(G/A) 290(A/CH2G/AMIAIC) 5K(GIC) 55(T/G)
63(G/T) SO(A/C) 86(C/G) 9L(C/A) 96(T/G)IOI(TIC)
HPV16E6 477bp 29 103(T/G)106(G/C)121{A/G)1 58(C/G)163(CIT)I8T(GIA)
194(A/G)203(C/G)235(A/G)253(C/T)268(T/G)2T8(C/T)
337(T/G) 367(C/G)3T5(T/G)425(G/A)434(CIG)
45(G/T) 8S(A/C) B6(A/G) 136(G/A)ISHCIANLGI(TIC)
HPV16ET 297bp 12 ITHTOIBRCMI96(CIT)223(G/A) 258(A/G)
262(G/A)
HPV58ES 450bp 3 94(GI/C)258(C/IA)2TI(AIC)
26(G/AMO(G/ANI 21(G/AY 187(G/A220(A/G)
HPVS8ET7 297bp 11
225(CIT)228(C/A230(T/C)233(G/C) 25 1(TIA2T2ATIG)
HPV52EB 447hp 1 0(T/IC)
HO(C/TY175(T/G)YI81(C/T)190(G/A)249(A/G)
HPV52E7 300bp 8
296(T/G)
HPV18ES 477bp 3 49CT) 183(CIG)Y 445(C/A)

[0047]  FEAEHH, A T BT ERATRE i 6848 B4 19 X 43 DU A HR-HPY 28 80 DL R %A~
T HLTH (1) %% HPVEG/ET ZE A1) SNP 47 &, 76— 5k 05 7 4 b B 2 v v AH R P9 884, o
HRBCE AR SRR (19 4 A HPV R 7 AN SR EREH T4, JF HE R —K, Wi 1 A
FrAa RO

[0048] A< S 5] TRk ER £ A0 4E SEQ ID No. 1-225 [RIREEFERITH1), % N 45— SNP o7 5 4
B0 B UL EERER, R 2 ARE 15 5 B R X — > SNP {7 /i[5 5 AT A, LUK
RH T SNP A7 5 T4

[0049]  HREFBETE, HH T AT AESE IR P I B R [ 2 1, W T ERER BT I MERE, O T SR AT
FRIAST I HE AR5 2 1K) SNP A7 i, SR “Tilling” JUll, R — ZHHRER R vl g — > SNP 7 &1,
P07 SUBEAT, BT DA — 2R BT W BE A B 2 AN AHAB 1K) SNP A7 5, B3 i » BT 65 A4~ SNP 47 45,
WAl T 225 Z8%%r, R 2t B B R B, A IS RS e 225 ARBREFI A N R
[0050]
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HPV1IGE® | 12 (G/A) HPV16E6-12G tgeaccaaaagagaactgeaa HUGCAGUUCUCUUUUGGUGCA NO. 1

HPV1GEG~12A Tgecaccaaaaasgaactygcaa DUGCAGUUCUUUUUUGGUGCA NO.2

Z9(ASC) HPV16E6~29A goaatgtitcaggacoccacay CUGUGGGUCCUGAAACAUUGC NO., 3

HPV16E6-29C gcaatgtttoCggacccacag CUGUGGGUCCGGARACAUUGC NO. 4

42 (G/A) HPV16EG6=29A42G~-1 tgtttecaggacecoacaggagce GCUCCUGUGGGUCCUGARACA NO. 5
HPV16E6~29A42A~1 tgttteaggacocacaggaac GUUCCUGUGGGUCCUGAAACA NO. 6

HPV1GE6-29C42G—1 tgtttececggacocacaggage GCUCCUGUGGGUCCGGARAACA NO. 7

HPV16E6-29C42A~1 tgtttocggacecracaggaac GUUCCUGUGGGUCCGGABACA NO. 8

49 (A/C) HPV16E6-29R42R49A aggacccacaggaacgaceca UGGGUCGUUCCUGUGGGUCCU NO. 9
HPV16E6-29A42A49C aggaccoacaggaacgacocce GGGGUCGUUCCUGUGGEUCCU NO. 10
HPV16EG-29A42GA8A aggacccacaggagogacoca UGGEUCGECUCCUGUGGEUCCH NO.11
HPVI16EG-29A42G48C aggacdeacaggagogaccos GEGEUCECUCCUGUGEEUCCH NO,12
HPV16E6~29C42R49A cggaccracaggaacgaccoa UGGEUCGUUCCUGUGGGEUCLE NO,13
HPV16E6~298C42A49C cggaconacaggaacgaccos GGEGUCGUUCCUGUGEEUCCE NO.L14
HPV16E6~-29C42G4 094 cggacccacaggagogacoea UGGGEUCGCUCCUGUGEEUCCE NO.L15
HPV16E6~29C42G45C cggaccgacaggagegaceoce GGGGUCGCUCCUGUGGGUCCE NO.16
50 (G/C) HPV16E6—~42A48A50C~1 gaccoacaguascgacacaca UGUGEGUCGUUCCUGUGEGUC NO.17
HPV16E6~42A48A50G~1 gaccoacaggascgacocaga UCUGGGEUCEUUCCUGUGBGEEUC NO.,18
HPV16E6-42A49CH0C-1 gacccacagygaacgagoocea UGGGGGEUCEUUCCUGUBGEGUC NO.1%
HPVI6E6—-42R49C50G~1 gacccacagygaacgaccooyga UCGGGEUCEUUCCUGUGEEUC NO.20
HPV16EG6-42G49A50C~1 gacccacaggagrgacoccaca UGUGGEUCECUCCUGUGEEHT NO.21
HPV16R6~42GASA50G~1 gacocacaggagogacccaga UCUGGEUCGCUCCUGUGEGUC NO.,.22
HPV16E6~42G49C50C~1 gacccacaggagogacecogoea LGGEGEUCECUCCUGUGEGEUC NO.23
HPV16E6-42649C506-1 gacccacaggagogacocoya UCCEGEUCECUCCUGUGEEUE NO. 24
55 (T/G) HPV16E6-55G63G-11 ggtaccacagttatgcacaga UCUGUGCAUAACUGUGGUACC NO.25
HPV16E6-55T63G-11 gttaccacagttatgcacaga UCUGUGCAUAACUGUGGUAAC NO.,26
HEV16EE6-55G63T-11 gttaccacatttatgcacaga UCUGUGCAUARARUGUGGUACC NO.27
HPV16EG6-55T63T-11 gttaccacatttatgcacaga UCUGUGCAUABAUGUGGURAC NO. 28

[0051]
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63(G/T) HPVIGEG-63G taccacagttatgcacagage GCUCUGUGCAUAACUGUGGUA NO.29
HPV16E6~63T taccacatttatgcacagage GCUCUGUGCAUARAUGUGGUA NO. 30
80 (A/C) HPV16E6~80A tatgoacagagctgeaaacaa UUGUUUGCAGCUCUGUGCAUA NO.31
HPV16E6~80C tatgracagagetgicaacaa UUGUUGGCAGCUCUGUGCAUA NO. 32
86 (C/G) HPV16E6-80AB6C-3 cacagagctygcaaacaactat AUAGUUGUUUGCAGCUCUGUG NO. 33
HPVI6EG~-80RA86G-3 cacagagoctygcaaacaagtat AUACUUGUUUGCAGCUCUGUG NO. 34
HPVI6E6-80CB6C~3 cacagagctgccaacaactat RAUAGUUGUUGGCAGCUCUGUG NO.35
HPV16E6~80CB6G~3 cacagagoctgecaacaagtat AUACUUGUUGGCAGCUCUGUG NO., 36
arc/n) HPV16E6~-80A86C91C ﬁ@@&ﬁﬁﬁﬂﬁ&ﬁ@ﬁ&@ﬁﬁﬁﬁ&ﬁ GUAUAGUUGUUUGCAGCUCUG N0, 37
HPV16E6~80AB6CY1A cagagetgcaascaactataa UUAUAGUUGUUUGCAGCUCUG NO., 38
HPV16E6-80AB6GYIC cagagehgeaatcaagtatac GUAUACUUGUUUGCAGCUCUG NO. 39
HPV16E6-80ABEGY1A cagagcltgcaaacaagtataa UUAUACUUGUUUGCAGCUCUG NO,40
HPV16E6—-80CBECYIC cagagctgccaacaactatac GUAUAGUUGUUGGCAGCUCUG NO.41
HPV16E6~80CBECOLA cagagotgecaacaactataa UUAUAGUUGUUGGCAGCUCUG NO. 42
HPV16E6~80C86GY1C cagagctgcoascaagtatae GUAUACUUGUUGGCAGCUCUG NO. 43
HPV16E6~B0CB6GOLA cagagotgorcascaagtataa UUAUACUUGUUGGCAGCUCUG NO. 44
896 (T/G) HPV16E6~80A88CH1CO6T ctgeadacaactatacatgat AUCAUGUAUAGUUGUUUGCAG NO. 45
HPV16E6-80A86C91ICR6G ctgeaascaactalacatgay CUCAUGUAUAGUUGUUUGCAG NO.46
HPV16E6~B0ABGCILAZET ctgecaascaactataaatgat AUCAUUUAUAGUUGUUUGCAG NO.47
HPV16E6~-80ABGCO1A%EG ctgcaaacaactataaatygag CUCAUUUAUAGUUGUUUGCAG NO. 48
HPV16E6~-80C86G91AYET ctgccaacaagtataaatygat AUCAUTUATACUUGUUGECAG NO. 48
HPV16EG6~80CBE6G91ASEH ctgccaacaagtataaatgag CUCAUUUAUACUUGUUGGCAG NO. 50
HPV16E6-80AB6GY1AT6T ctgcaaacaagtataaatgat AUCAUUUAUACUUGUUUGCAG NO.51
HPV16E6-~B80ABEGILATGG ctgcaaacaagtataaatygayg CUCAUUUAUACUUGUUUGCAG NO.52
HPV16E6~-80ABEGI1CY6T ctgcaaacaagtatacatgat AUCAUGUAUACUUGUUUGCAG NO. 53
HPV16E6-80AB6G91CI6G ctgcaaacaagtatacatgag CUCAUGUAUACUUGUUUGCAG NO.54
HPV1GE6~B0CBECILCO6T ctgcraacaactatacatgat AUCAUGUAUAGUUGUUGGCAG NQO.55
HPV1GE6~B0CBECILCI6G ctgccaacaactatacatygay CUCAUGUAUAGUUGUUGGCAG NO.56
HPV1E6E6-BOCBEGI1C26T ctgecaacaagtatacatgat AUCAUGUAUACUUGUUGGCAG NO.57

[0052]
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HPVIGEG-B80CEBEGYILIBG ctgccaacaagtatacatgag CUCAUGUAUACUUGUUGGCAG NO,58
HPV16E6~80C8ECS1A96T ctgecaacaactaltaaatgat AUCAUUUAUAGUUGUUGGCAG NO.58
HPV16E6~-80CBEC91AY6G ctgccaacaactataaatgag CUCAUUUAUAGUUGUUGGCAG NO.60
101{T/C) HPV1IGE686CO1A96TI01C~-1 acaactatasatgatataaca UGUUAUAUCAUUUAUAGUUGU NO. 61
HPV16E686C91A96T101T~1 acaactatasatgatataata HAUUAUAUCAUUUAUAGUUGY NO.62
HPV1G6EE86G21C96T1IO01C~1 acaagtatacatgatataaca UGUUAUAUCAUGUAUACUTUGU NO. 63
HPVI6E686G91C96T1L01T~1 acaagtatacatgatataata UAUUAUAUCAUGUAUACUUGU NO. 64
HPVIGESB6GI1C96GLO1C~1 agaagtatacatgagataaca UGUUAUCUCAUGUAUACUUGU NO.65
HPV16E686G91C96G101T~1 acaagtatacatgagataata UAUUAUCUCAUGUAUACUUGU NO.66
HPV16E686CO1C966G101C~1 acaactatacatgagataaca UGUUAUCUCAUGUAUAGUUGH NO,67
HPV16E686CH1CY6G101T~1 acadctatacatgagataata UAUUAUCUCAUGUAUAGUUGU NO. 68
HPV1IEEGE86CO1A96G101C~1 acaactatasabgagataaca UGUUAUCUCAUUUAUAGUUGY NO,69
HPVI1EEG86C91A96G101T-1 acaactatasatgagataata UAUUAUCUCAUUUAUAGUUGU NO.70
HPV16EGB6CY1IC96TIOIC~1 acaactatacatgatataaca UGUUAUAUCAUGUAUAGUUGU NO.7L
HPV16EGB6COIC96TLIOLIT-1 acaactatacatgatataata UAUUAUAUCAUGUAUAGUUGU NO. 72
HPVI6EGBEG91A96TIOIC-1 acaagtatasatgatataaca UGUUAUAUCAUUUAUACUUGY NO.73
HPVI1GESBEGY1LAGETIDIT-1 acaagtatasatgatataata UADUAUAUCAUUUAUACUUGY NO. 74
HPV16EGRBEGY91A96G1IC~1 acaagtataaatgagaltaaca UGUUAUCUCAUUUAUARCUUGU NO.75
HPV16EGB6G91A96G10IT~1 acaagtatanatgagataata UAUUAUCUCATUUUAUACUUGY NO.76
103(T/G) HPV16E6103G106C121A~1 agtacaatgbtgtatactgeaa UUGCAGUACACACAUUGUACU NOL 77
HPV16E6103TI06C1IZ21A-1 attacaatgtgtgtactgeaa UUGCAGUACACACAUUGUAAU NO.78
HPV16E6103G1L06C1216~1 agtacaatgtgtgtactgega HCGCAGUACACACAUUGUAC NO.79
HPV16E6103T106C12Z16-1 attacaatgbtgtgtactgcga UCGCAGUACACACAUUGUAAU NO.80
HPV16E6103G106G1L21A~1 agtagaatgbgtgtactgoaa UUGCAGUACACACAUUCUACY NO. 81
HPVI16EG6103TI106G121A-1 attagaatgtgtgtactgeaa UUGCAGUACACACAUUCUAAU NO. 82
HPV16E6103G106G1216-1 agtagaatgtgtgtactgcga UCGCAGUACACACAUUCUACU NO.83
HPV1EE6103T106G121G~1 attagaatgtgtgtactgega UCGCAGUACACACAUUCUAAL NO. 84
106(G/C) HPVIGE6103G106C1L21A~1 agtacaatygtgtygtactgcaa UUGCAGUACACACAUUGUACU NO.85
HPV1E6E6103G106G121A~1 agtagaatygtgtgtactygcaa UUGCAGUACACACAUUCUACH NO. 86
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HPV16E6LO3TIO8C121A-] attacastygtgtgtactgcaa DUGCAGDACACACAUUGUAAU NO.LRT
HPVI16E6103T1066121A~1 attagaatgtgtgtactgcaa UUGCAGUACACACAUUCUAAU NO.88
HPV16E6103G106C1216-1 agtacaatgtgtgtactygcga UCGCAGUACACACAUUGUACU NO.89
HPV16E6103G106G1216-1 agtagaatgtgtgtactgecga UCGCAGUACACACAUUCUACYU NO. 90
HPV16E6103T106C1216-1 attacaatgtgtgtactgega UCGCAGUACACACAUUGUAAU NO.91
HPVI16EGLO3TIO6G1216~1 attagaatgbgtgtactgega UCGCAGUACACACAUUCUAAY NO., 92
121 (A/G) HPV16E6~121A tgtgtactgeaagecaacagtt AACUGUUGCUUGCAGUACACA NO. 93
HPV16E6-121G tgtgtactgegagcaacagtt AACUGUUGCUCGCAGUACACA NO. 94
158 (C/G) HPV16E6~158C gaggtatatgacttbgottit AARAAGCAAAGUCAUAUACCUC NO. 65
APV1EE6-1586 gaggtatatgactttggttit AAARCCAAAGUCAUAUACCUC NO. 96
163(C/T) HPV16E6-163C ttttegggatttatgeatagt ACUAUGCAUAAAUCCCGAAAA NO.97
HPV16E6-163T tttttgggatttatgecatagt ACUAUGCAUAAAUCCCAAAAA NO.98
187(G/h) HPV16E6-1876G agtatatagagatgggaatce GGAUUCCCAUCUCUAUAUACU NO. 99
HPV16EG6~187A agtatatagaaatgyggaatce GGAUUCCCAUUUCUAUAUACY NO. LDO
194 (A/G) HPV16E6~194A atgggastooatatgetgtat AUACAGCAUAUGGAUUCCCAY NO.101
HPV16E6-1946 atgggagtccatatgetgtat AUACAGCAUAUGGACUCCCAU NO.102
203{C/G) HPV16E6~203C toecatatgctgtatgtgataa UUAUCACAUACAGCAUAUGGA NO. 103
HPV16E6~2036 tocatatggtgtatgtgataa DUAUCACAUACACCAUAUGGA NO. 104
235 (A/G) HPV16E6~235A gttttattctasaattagtyga UCACUAAUUUUAGAAUARRAC NO.105
HPVIGEG~235G gttttattcetgasaattagtyga UCACUAAUUUCAGAAUAAAAC NO. 1086
253 AD\MJ HPV1G6ES~253C @maﬁmﬁw@wowﬂwwdﬁ@ﬁwwﬁ AUAACAAURAAUGUCUABDACHC NOL107
HPV16E6-253T gagtatagatattattgttat AUAACAAUAAUAUCUAUACUC NO.,108
268 (T/G) HPV16E6-2686G attgttatagtgtgtatggaa UUCCAUACACACUAUAACAAU NO.109
HPV16E6-268T attgttatagtttgtatggaa UUCCAUACAAACUAUAACAAU NO,.110
278 (C/T) HPV16E6-278C tgtatggaacaacattagaac GUUCUAAUGUUGUUCCAUACA NO.111
HPV16E6-278T tgtatggaataacattagaac GUUCUAAUGUUAUUCCAUACA NO.112
337(1/G) HPV16E6~3376G gtgtattaactgtcaaaagcec GGCUUUUGACAGUUAAUACAC NO,113
HPV16E6~337T gtgtattaacggtcaaaagce GGCUUUUGACCGUUAAUACAC NO.114
367(C/G) HPV16E6-360A367C cctgaagaaaaccaaagaca UGUCUUUGGUUUUCUUCAGG NO.115
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HPV16E6~360A367G cctgaagaaaagcaaagaca UGUCUUUGCUUUUCUUCAGE NO.116
HPV16E6~360C367C cctgcagaaaaccaaagaca UGUCUUUGGUUUUCUGCAGS NO,.117
HPV1G6E6~-360C3676G cetgeagaaaageaaagaca UGUCUUUGCUUUUCUGCAGE NO.118

375(T/G) HPVIEE6-3756G aaagacagctggacaaaaagce GCUDUUUGUCCAGCUGUCUUT NO.119
HPV16E6-375T aaagacatctggacaaaaagc GCUUUUUGUCCAGAUGUCUUU NO.120

425 (G/A) HPV16E6—425A ggtggaccggtcaatgtatgt ACAUACAUUGACCGGUCCACC NO., 121
HPV16E6-425G ggtggaccggtcgatgtatgt ACAUACAUCGACCGGUCCACC NO.122

434 (C/G) HPV16E6~434C mﬁMﬁsﬁM5ﬁﬁﬁﬂﬁﬁmn&ﬁmﬂn GAUCUGCAACAAGACAUACAU NO.123
HPV16E6-434G atgtatgtgttgttgcagate GAUCUGCAACAACACAUACAU NO.124

HPV16ET | 45(G/T) HPV16ET~45G tgttagatttgcasacoagaga UCUCUGGUUGCAARAUCUAACA NO.125
HPV16F7-45T tgttagattbitecaacoagaga UCUCUGGUUGAARAUCUAACA NO.126

85 (R/C) HPV16F7~85A86A~4 tgttatgagraattaaatgac GUCAUUUAAUUGCUCAURACA NO.127
HPV1G6FT7-85CBEA~4 tgtitatgageaatiacatgac GUCAUGUAAUUGCUCAUAACA NO.128
HPVIGFT7~85CEBEG~4 tgttatgageaattacgtgac GUCACGUARUUGCUCAUAACA NO.129

BE(A/D) HPV16FT7~-85A86G6-4 tgttatgagcaattaagtgac GUCACUUARUUGCUCAUAACA NO. 130
136 (G/A) HPVI6FT7-1366 tggacaagcagaaccggacag CUGUCCGGUUCUGCUUGUCEA NO, 131
HPV16FT7-136A Lggacaagcaasaceggacay CUGUCCGGUUUUGCUUGUCCA NO, 132

151 4G/A) HPVIEF7-151C ggacagagecocattacaatat AUADUGUARUGGGCUCUGUCE NO,133
HPV16F7-151A ggacagagorasttacaatat AUAUUGUARUUGGCUCUGUCE NO, 134

169{1/C) HPV16F7-151C169T cocattacaatattgtaacet AGGUUACAKUAUUGUARUGES NO., 138
HPV16FT7-151C169C cocatiscastattotaacce GGEUUACAAUAUUGUARUGES NO, 138
HPV16FT7-151A169T ceaatiacaaltattotaacet BGHUUACAAUAUUGUAAUUGS NO. 137
HPVI16F7-151A169C coaattacaatatgtaacce GGGUUACAAUAUUGUAAUUGE NO,138

171(T/¢) HPV16F7—-169CL71T~13 taacotittgtbgcaagtgty CACACUUGCAACAAARAGGUUA NO.139
HPV16F7=169C171C~13 taaccttetgttgeaagtgty CACACUUGCAACAGAAGGUUA NO. 140
HPV16F7-169T1L71T~13 taacoctttytbtgoaagtoty CACACUUGCAACARAGGGUUA NO.141
HPVI6F7-169T171C~-13 taacochtetytbgoaagtoty CACACUUGCAACAGAGGGUUA NO. 142

188 (C/T) HPV16F7-188C aagtgtgactectacgettogy CCGRAGCGUAGAGUCACACUY NO.143
HPV16F7-188T aagtygtgactttacygettogy CCGAAGCGUAAAGUCACACUU NO, 144

[0055]

23



16/26 1T

A B

3

CN 102703606 A

196(C/T) HPVLI6F7-196C tacgetteggttgtgegtaca UGUACGCACAACCGAAGCGUA NO.145
HPV16F7~-196T tacgotitggtitgtgagtaca UGUACGCACAACCAAAGCGUA NO. 146

223 (G/A) HPV16F7~223G acacacgtagacattcgtact AGUACGAAUGUCUACGUGUGH NO,. 147
HPV1E6FT7~223A acacacgtasacalttcgtact AGUACGAARUGUUUACGUGUGU NO.148

258 (A/G) HPV16F7-258A taatgggcacactaggaattyg CAAUUCCUAGUGUGCCCAUUA NO.149
HPV16F7-258G taatgggcacgctaggaatltyg CARAUUCCUAGCGUGCCCAUUA NO. 150

262 (G/A) HPVI6FT~262G ctaggaattgtgtgceocate GAUGGGGCACACAAUUCCUAG NO.151
HPVIGF7-~262A ctaagaattgtgtygccecate GAUGGGGCACACAAUUCUUAG NO., 152

94 (G/C) HPVS8E6-924G gaaatgogttgaatgeaaaaa UUUUUGCAUUCAACGCAUUUC NO,153
HPV58E6-94C gaaatgcgttcaatgcaaaaa UUUUUGCAUUGAACGCAUUUC NO. 154

npvssge |258(C /D) HPV58E6-258A tatatggagaaacattagaac GUUCUAAUGUUUCUCCAUAUA NO. 155
HPV58E6-258C tatatggagacacattagaac GUUCUAAUGUGUCUCCAUAUA NO.,156

2T9(A/C) HPVEEEG~2T79A aaacactaasaaaghbgtttaa DUARACACUUUUUUAGUGUUY NO,157
HPVEEEG~-279C asacactasacaagtgtitaa UUARACACUUGUUUAGUGUUU NO.158

HPVEBET | 26 (G/N) HPVE8ET-26G coaacgotaasgagaatatatt AAUAUAUUCUCUUAGCGUUGE NO.159
HPVS8ET~26A coaacgotasasganstatatt AAURUAUUCUUUUAGCGUUGE NO. 160

40 (G/A) HPVSE8ET-406 atatatittagatitacatce GGAUGUAAAUCUAAARUAURU NO. 161
HPVS58ET~40A atatattttaaatttacateo GGAUGUAAAUUUAAARRUAIIAU NO. 1862

121 (GIA) HPVS58E7-121G aggettggscgyggecagatgy CCAUCUGGCCCGUCCARAGCCU NO.163
HPV58E7-1214 aggetiggacaggcoagatyyg CCAUCUGGCCUGUCCAAGCCU NO. 164

1B7 4G/ A HPV58E7-1876 ttacactitgtggeaccacggt ACCGUGGUGCCACAAGUBUAA NO. 165
HPV58ET7~-187A ttacactigtagoacoacggt ACCEUGGUGCUACAAGUGUAA NO.166

220{A/5) HPV58ET7-220A gtgtateaacagtacaacaac GUUGUUGUACUGUUGAUACAC NO.167
HPVSBET-220G gltgtatcaacagtacagcaac GUUGCUGUACUGUUGAUACAC NO.168

2254{C/T) HPVSBET-220R225C228A atcaacagltacaacaacogaa UUCGGUUGUUGUACUGUUGAU NO. 169
HPVSEET-220R225T228A atcaacagtacaacaactgaa UUCAGUUGUUGUACUGUUGAU NO.170
HPVE8ET~220A225C228C atcaacagtacaacaaccygac GUCGGUUGUUGUACUGUUGAU NO.171
HPVS8ET-220R225T228C atcaacsgtacaacaactygac GUCAGUUGUUGUACUGUUGAU NO.172
HPVSBET-220G225C228A atcaacagtacagcaaccygaa DUCGGUUGCUGUACUGUUGAU NO.173
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HEVSEET~220G225T228A

atcaacagtacageaactgaa

UUCAGUUGCUGUACUGUUGAU

NO, 174

HPVHEBET-220G225C228C

atcaacagtacagecaaccgac

GUCEEUUGCUGUACUGUUGAD

No.175

HPVBEEET-220G225T228C

atcaacagtacagcaactgac

GUCAGUUGCUGUACUGUUGAU

NO.176

228(C/Aa)

HPVLEEET-220R225C228A

atcaacagtacaacaaccgaa

UUCGGUUGUUGUACUGUUGAU

NO.177

HPVLHBET-220A225C228C

atcaacagtacaacaaccgac

GUCGGUUGUUGUACUGUUGAU

NO.178

HPVS8ET-220A225T228A

atcaacagtacaacaactgaa

DUCAGUUGUUGUACUGUUGAT

NO.179%9

HPV58ET~220A225T228C

atcaacagtacaacaactgac

GUCAGUUGUUGUACUGUUGAT

NO. 180

HPV58ET~220G225C228A

atcaacagtacagcaaccgaa

DUCGGUUGCUGUACUGUUGAT

NO. 181

HPV58ET-220G225C228C

atcaacagtacagcaaccgac

GUCGGUUGCUGUACUGUUGAD

NO., 182

HPV58ET-220G225T228A

atcaacagtacagcaactgaa

UUCAGUUGCUGUACUGUUGAU

NO. 183

HPVSE8ET-220G225T228C

atcaacagtacageaactgac

GUCAGUUGCUGUACUGUUGAD

NO. 184

230(T/C)

HPVSEET-228A230T233C

gaagtaccaaccctacageay

CUGCUGUAGGGUUGGUACUUC

NO.,185

HPVSEET-228A230C233C

gaagcaccaacootacagoay

CUGCUGUAGGGUUGGUGCUUC

NO.18B6

HPVS8ET~228A230T2336G

gaagtacgaacoctacageayg

CUGCUGUAGGGUUCGUACUUC

NO. 187

HPVSB8ET~-228A230C233G

gaagcacgaaccctacagcag

CUGCUGUAGGGUUCGUGCUUC

NO. 188

HPVS8ET-228C230T233¢C

gacgtaccaacoctacagecay

CUGCUGUAGGGUUGGUACGUC

NO.189

HPVSEET-228C230C233C

gacgcaccaaccctacagcag

CUGCUGUAGGGUUGGUGCGUC

NO. 180

HPVS8ET-228C230T233G

gacgtacgaacortacageayg

CUGCUGUAGGGUUCGUACGUC

NO. 181

HPVS8ET7-228C230C2336

gacgoacgaacortacageayg

CUGCUGUAGGGUUCGUGLGUC

NO., 182

233{G/C)

HPV5BET-228A230T233G

gaagtacgaacortacageayg

CUGCUGUAGGGUUCGUACUUC

NO, 183

HPVS8ET-2Z2BAZ30T233C

gaagtaceaaccotacageayg

CUGCUGUAGGGUUGGUACUUC

NO., 1594

HPVEBET-228BAZ30C233G

gaagcacgaacootacagoayg

CUGCUGUAGGGUUCGUGCUUC

NO:, 185

HPV58ET-228A230C233C

gaagoaccaaccotacageay

CUGCUGUAGGGUUGGUGCUUC

NO.186

HPV58ET-228C230C2336

gacgoacgadcoctacdgoayg

CUGCUGUAGGGUUICGUGCEGUC

NO. 187

HPVS8ET-228C230C233C

gacgoaceaacectacageayg

CUGCUGUAGGGUUGEUGEGYE

NGO, 188

HPVHEEET=228C230T2336G

gacgtacgaaccctacagecayg

CUGCUGUAGGGUUCGUACGUC

NO.1929

HPVHEET-228C230T233C

gacgtaccaaccetacagcayg

CUGCUGUAGGGUUGGUACGUC

NO.200

251 (T/A)

HPVSEET-251T

cageagebgottatgggcaca

UGUGCCCAUAAGCAGCUGCUG

NO.201

HPVSBET-251A

cagcagetgeatatgggcaca

UGUGCCCAUAUGCAGCUGCUG

NO.202
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272{T/G) HPVHEET-272T tgtaccattgltgtygcoctage GCUAGGGCACACAAUGGUACA NO.203
HPVS8ET~272G tgtaccattgggtgcoctage GCUAGGGCACCCAAUGGUACA NO. 204

49(C/T) HPV1BEG6—-49C getacctgatotgtgeacgga UCCGUGCACAGAUCAGGUAGC NO:, 205
HPV18E6-49T gctacctgatttgtgcacyga UCCGUGCACARAUCAGGUAGC NO.206

HPV1IBE®G | 183 (C/G) HPV18E6-183C acagtataccccatgctgeat AUGCAGCAUGGGGUAUACUGU NO.207
445(C/A) HPVI8RE6-445C acgacaggaacgactecaacy CGUUGGAGUCGUUCCUGUCGU NO. 208
HPV18R6-445A acgacaggaaagactcocaacy CEUUGGAGUCUUUCCUGUCGY NO.209

HPVS2EE S0 (T/C) HPVS52E6~90T ggctgcagtgtagtygcagtgea UGCACUGCACACACUGCAGCC NO.210
HPV52E6~-90C ggctgcagtgcgtgcagtgea UGCACUGCACGCACUGCAGLC NO.211

110{C/T) HPYS52E7-110C gaggaggatacagatggtgtyg CACACCAUCUGUAUCCUCCUC NO.212
HPV52E7-110T gaggaggatatagatggtgty CACACCAUCUAUAUCCUCCUC NO.213

175(T/G) HPV52ET7-175T tactacattgtgacatatbglh ACAAUAUGUCACAAUGUAGUA NO.214
HPVS2ZET-1756 tactacatigtgacagatigt ACARUCUGUCACAAUGUAGUA NO.215

181(Cc/T) HPVS2E7-175G181C~8 gtgavagattgtcacagtigt ACAACUGUGACAAUCUGUCAC NG, 216
HPV52E7-175G181T-8 gtygacagatigtitacagtbtgt ACAACUGUAACAAUCUGUCAC NO.217

HPVS2E7 HPVEZ2ET-1757T181C~-8 gtgacatattgtoacagttgl ACAACUCUCGACAATAUCUCAC NGL 218
HPVS2E7-175T181T-8 gtgacatattgttacagtigt ACAACUGUBRACAAUAUGUCAC NG. 219

190(G/A) HPVBZET~190G acagtigtgatagecacactac GUAGUGUGCUAUCACAACUGY NO.220
HPVSHZET~190A acagttgtaatagecacactac GUAGUGUGCUAUUACAACUGY NO., 221

249(A/G) HPVSZET7-249A ctotacageaaatgotgttoag CCAACAGCAUUUGCUGUAGAG NO.222
HPVS2ET~2496 ctetacageagatgotabtyg CCAACAGCAUCUGCUGUAGAG NO.,223

296 (T/G) HPV52E7-296t cccggetgtgeacggetataa UUAURGCCGUGCACAGCCGGE NO.224
HPVEZET-2966 ceegactgtgcacggcgataa UUAUCGCCGUGCACAGCCGGE NO.225

S 2 <R
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[0060] % PCR R JWAKFR K 50ul 434 AVB AR -

[0061]
EHRA PEFR ul
R 2
5 Xbuffer 10
2mM dGTP, dATP, dTTP 1. 25
1mM dCTP(Cy3—-dCTP : dCTP,1 : 10) 2.5
SR Z ACEIX) :1.2.3.6, KEE 10mM, bR ES 14904 1ul) 2X 4
Onetaq (5u/ul) 0.2
Nuclease—Free 7K 28. 05
A& B A ul
TR 2
5Xbuffer 10
2mM dGTP, dATP, dTTP 1. 25
ImM dCTP(Cy3-dCTP : dCTP,1 . 10) 2.5
FIYEZR A1 4.5 7, 3K FE 10mM, B RIS 1445 1ul) 2X 3
Onetaq (5u/ul) 0.2
Nuclease—Free 7K 26. 05

[0062]  FFESAZIR TGRS A 35ng/ul, BEDFRE 5 IR S A% BR 42 FEAKR 3R A RIAA R B 43 3l Be il
P PCR 1A &R, BFIR S B Ve ST — AN FHEXT I, BILL 2ul Nuclease—Free 7K AR .

[0063]  fZ LA 4&AFATY Y -
[0064]

94 °C 2 min

94 °C 15s

56 °C 20s } 35 cycles

68 °C 40 s

68 °C 7min

4°C =
[0065]  SLjifs] 3 :HR-HPV16.58.18.52E6/E7SNP £l
[0066] L) 2 Ry IE1S 2 ) E6/ETDNA FH S 9] 1 A5 SNP R IER £ et v 1k
AT AT N, B¢ Jim B AR AT 4, B s AT AN RIRE il E6/ET 50 A7 55U SNP 510

[0067]  HAKHERAELEE
[0068]  1.Z%A%
[0069]  AFIALT
[0070] Hybridization buffer (Z¥AZ¥#& HB) :6XSSPE, 25% Formamide,PH 6.6 to 6.8Wash
buffer ( PEWE WB) :500 1 L HB,500 n L H20,20 L 10% SDS,VE&, Wash buffer ELHLEIL
ie
[0071] Blocking buffer ( H A BSA) :50n L HB,2u L of 25Xheat—treated BSA *
Stripping buffer ( fEEWZZ 1P SP) 0. 3mM EDTA, 50% Formamide pH = 6. 63
[0072] (1) FE M 4d
[0073]  #F My 1R R () PCR ™9 %6 73 AW (BFE 2 30ul) LB Lok 4 (CH 77 80Ol
W4E 2B 12-165ul (P SRR 25-30ul) o T & 31, N 25 1R B 20 A28

27
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(Hybridization buffer :HB) £&H.

[0074]  (2). (1) HIRAW 95°CARPE Smin J5IHE T-UK L 3min

[0075] (3) ELEUK ETIA I HIRES,, TN Blocking buffer &™,30°C,“Binding” speed
K AFR 16h (1) , 3E & 500 1 L/min

[0076] 2.5 FriBEvERIFIH

[00771 (1) HHybridization buffer ¥FEm M ARG EFH . ImL Hybridization buffer,
eGPl “Wash” speed (100 1 L/min) 32°C{E¥F 20min

[0078]  (2) ImL Wash buffer fE &% LL “Wash” speed (100 1 L/min) 32°C{E¥F 20min
[0079]  (3) ImL Wash buffer fE& %P LL “Wash” speed (100 1 L/min) 40°C ¥ 20min
[0080]  (4) A4, B A MR G ELH, LiMicroarry Scanner Genepix 4000B 4344, 944
IR A 10 ek, WKl 635nm, PMT Fll Focal distance #R4E T 2%, 1RAFE A

(00811  ZdmFEECHI 43 M7

[0082] (1) Hudiftiit

[0083]  1EidArray—Pro Analyzer ¥F, ¥.05 7 35 546 BHGE B2 A 715 S o
[oos4]  (2) Hdh o3

[0085] 2 FELUS Fy BRAT A H I DU T A ity HPV 2878

[0086]  HR¥E SNP FREHE 515 AT 251~ SNP A7 sd AU AT W FIWTJE ] Ay < B> SNP £7
RPN R (RS REXT BRET TR S (B AH 22 2 A5 4 S PR, PIWTIZAT K1) SNP 15 4 o

foos7]  £ER . WLFE 3

[0088] & 3. 5 il & B Ul

[0089]
55 AR B JE 55 AR IR SE R o S AR R U E DL
1 12(G/A) HPV16E6 By HUE 2 5 R SNP B AT
2 29(A/C) HPV16E6 By HUE 2 5 RE N SNP BT
3 42(G/A) HPV16EG o S 5 5 AE i SNP {E DA AT
4 49(A/C) HPV16EG o iS5 5 AE i SNP {E DA AT
5 50 (G/C) HPV16EG o i AE 5 5 AE i SNP (& DLAHRF
6 55(T/G) HPV16EG ¥ 5 5 5 AL SNP 1F AR ST
7 63(G/T) HPV16EG ¥ A5 5 S5 AL N SNP 1F AT
8 80(A/C) HPV16EG ¥ A5 5 S5 AN SNP 1F AT
9 86 (C/G) HPV16E6 B HUE S 506, SNP B0 AR
10 91(C/A) HPV16E6 By HUE B 506, SNP B0 AR
11 96 (T/G) HPV16E6 B HUE B 50, SNP B0 AR
12 101(T/C) HPV16E6 BEHE SIS THOE S SUE, KA
13 103(T/G) HPV16E6 A5 5 5L SNP & IAEAF
14 106 (G/C) HPV16E6 By HUE B 5 R, SNP B A
15 121(A/G) HPV16E6 By HUE B 5 R, SNP IS A
16 158(C/G) HPV16E6 R HUE B 5 R, SNP 1S
17 163(C/T) HPV16E6 By HUE B 5 R SNP BV A
18 187 (G/A) HPV16E6 B HUE B 5 R SNP B AT
19 194 (A/G) HPV16E6 By HUE B 5 R SNP B 7T
20 203(C/G) HPV16E6 By S 2 5 R, SNP BT
21 235(A/G) HPV16E6 WEHE T TR S 5, BN
22 253(C/T) HPV16E6 By S 2 5 R SNP BT
23 268 (T/G) HPV16E6 By HUE 2 5 R SNP B AT
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24 278(C/T) HPV16E6 By HE 2 5 R, SNP ST

25 337(T/G) HPV16E6 By HUE 2 5 R SNP B AT

26 367 (C/G) HPV16E6 By HUE 2 5 R, SNP BT

27 375(T/G) HPV16E6 WEHE T TR 5, /0
28 425 (G/A) HPV16E6 By S 2 5 R, SNP BT

29 434(C/G) HPV16E6 By S 2 5 R SNP B0 AT

30 45(G/T) HPV16E7 By HUE 2 5 RE T SNP B AT

31 85(A/C) HPV16E7 WEHE 58S T8 S =8, Al H
32 86 (A/G) HPV16E7 PREHE T TR T 5, /N
33 136 (G/A) HPV16E7 o i AE 5 5 AE i SNP (& DLAHRF

34 151(C/A) HPV16E7 ¥ A5 5 S5 AL N SNP F AR ST

35 169(T/C) HPV16E7 ¥ A5 5 S5 AL N SNP 1F AR ST

36 171(T/C) HPV16E7 By HUE B 506 SNP B AR

37 188(C/T) HPV16E7 By HUE B 506, SNP B AR

38 196 (C/T) HPV16E7 By HUE S 50, SNP B0 AR

39 223(G/A) HPV16E7 By HUE B 5 RE 8, SNP B0 AT

40 258 (A/G) HPV16E7 By HUE S 50, SNP B0

41 262 (G/A) HPV16E7 R G 5 5 4E R SNP A5 AR AT

42 94(G/C) HPV58E6 R HU S B 5 RN, SNP &L

43 258 (C/A) HPV58E6 WREHE T TR 5, B/ H
44 279 (A/C) HPV58E6 R HU S B 5 R SNP 1S A7

45 26 (G/A) HPV58E7 WEHE T T8 58, B/ H
46 40(G/A) HPV58E7 By HUE B 5 R SNP B 7T

47 121(G/A) HPV58E7 By HUE 2 5 R, SNP BT

48 187 (G/A) HPV58E7 By HUE 2 5 R SNP BV AT

49 220 (A/G) HPV58E7 B S 2 5 R, SNP BT

50 225(C/T) HPV58E7 By HUE B 5 R SNP B AT

51 228(C/A) HPV58E7 By HUE 2 5 R, SNP BT

52 230 (T/C) HPV58E7 By HUE 2 5 R SNP B AT

53 233(G/C) HPV58E7 By HUE B 5 R SNP B AT

54 251 (T/A) HPV58E7 By HUE 2 5 R SNP B AT

55 272 (T/G) HPV58E7 By HUE S 5 R SNP B AT

56 49(C/T) HPV18EG o iS5 5 AE i SNP (& DA AT

57 183(C/G) HPV18EG For S 5 5 AE i SNP (& DA AT

58 445(C/A) HPV18EG ¥ A5 5 5L 5 SNP 1F AR

59 90 (T/C) HPV52E6 ¥ A5 5 S5 AL N SNP F AR

60 110(C/T) HPV52E7 B HUE S 506 SNP B0 AR

61 175(T/G) HPV52E7 By HUE B 506 SNP B0 AT

62 181(C/T) HPV52E7 By HUE B 5065 SNP B AR

63 190 (G/A) HPV52E7 By HUE S 506, SNP BT

64 249 (A/G) HPV52E7 By HUE B 506, SNP B AR

65 296 (T/G) HPV52E7 By HUE S 50, SNP B0 AETF

[0090]
[0091]

[0092]  Z5JI3HT 65 A~ SNP AL s A 58 AL sk A5 5 S FE &L SNP 1B AHAF o 7 4> SNP
PSS S TR S, AU, BRSO LR 2-3. 8 X O H SNP A7 5 43
M BH, ARSI HH 1) SNP A7 £ FF AN ) FL A A7 RS HE S K8 7 IR T i

[0093]  DASEERIIN 745 50 “ G bruE”, K36 05 Fr 2228 IEmf 1, SR B0 428 45 SR 50
JPEE R e 30 B3R N 100% o 7RSI, FATHISUE T HPV B0 [ A2 X AR AZ 15 0, 2R FH R
RIS PR XA ARG, oA B S R . JB L bh 4 HPVI6E6 &8 M Juar 4f 3k
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BT AT A2 I B B 0T

[0094]  ASZIG FTAF ST A A TR0 00 HR-HPV 7Y py 45 S 075 1 i 558 T30 Fr B R 7 1, FEAR R
JSE FRAST ) HPVEG /E7 5 (R 28 P A8 S, VR A ARG W0 A PR 652 ) B AN A7 At (49 3% S R R I A7 71
I Z A0SR o SRR AR LU A, 7 v A A e I8 & e BB A R E T (5%
P, Hl HPVES/ET BN AR S ot v HA B Sk

[0095] A HINH -

[0096]  FFH Ay 23 Al E 10 1 LR 45 S 10 191 A [RUB GRS K 5 bR A, 0 —
IIE AN 7 R HERR M

[0097] — . FEMfE R

[0098]
bR HPV 45 AERE g A
4507 18 38 CINZ
488H 18 41 %
4957 52 25 4
499T 16 29 %
503T 58 58 4
528T 16 34 CINS
585T 58 41 CINZ
5897 52 42 %
5907 16 30 CINI
5947 16 32 #
[0099]
[0100]
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CN 102703606 A Ww B P 23/26 T
b HPYV A5 HERS By E)/ H ek
462H 58 37 6 e
465T 52 24 6 Bt
497T 52 27 8 et
557H 18 25 6 Freg
5647 16 28 6 o
577T 16 24 6 FE
586T 52 35 6 Feit
630H 16 37 6 Bt
645H 58 37 6 Fek
661H 16 26 6 Fek

[0101]

Conc. Uy Uy
Sample ID HPV typ

(Hg/uL) 260/280 | 260/230
450T 0.2311 1.84 2.17 | HPV18
488H 0.0548 1.96 2.05 | HPV18
499T 0.0839 1.98 2.08 | HPV16
503T 0.0355 1.9 1.71 | HPV58
528T 0.4374 1.75 2.17 | HPV16
550T 0.5475 1.77 2.32 | HPV52
585T 0.3553 19 1.9 | HPV58
589T 0.052 1.76 2.04 | HPV52
590T 0.119 1.72 2.45 | HPV16
594T 0.0977 1.78 1.94 | HPV16
425T 0.2907 1.69 1.6 | HPV16
465T 0.1289 1.58 1.91 | HPV52
498T 0.06886 1.87 1.56 | HPV16
557H 0.3029 1.84 2.12 | HPV18
564T 0.071 1.74 2.06 | HPV18

[0102]
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CON 102703606 A w O P 24/26 T
577T 0.14591 1.74 2.03 | HPV18
85867 01171 18 1.47 | HPV52
630H 0.22486 1.75 1.8 | HPV16
638H 3.6804 1.88 2.09 | HPV58
645H 1.0718 1.86 2.03 | HPV58
[0103] . sSZGHRECIREA] L
[0104] = 4559 .

[0105]
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SERRTHE | SNP ALK R

HPV 2% R SNP 1§51
HPV1BE6 a9 (c/Ty R, 183 (C/e)y 5848, 445 (C/n)

A

450T HPVig

HPV1BE6 49 (c/T) I ERL, 183 (C/6) FEEH, 445 (/)
LSt

HPV16E6 12 {G/B) M, 29(a/C) B TERMAR,
49 (a/C) BARARGE, 50(6/C) PR
499T HPV16 A, 96 (T/G) PHEREMWARE, HERAN
HPVIGE7 | 169 (T/C) BEREWRA; JeRM AN |
HPV5BE6 94 (G/C) A1

HPV58E7 121 (G/n) SHERARMSR,: JRAAAEER
HPV16E6 49 (A/C) BAZRAGNE, s0(6/C) B
528T HPV16 WA, MRy BpER

HPV16E7 FIEaR A= L gaen ]

HPVS8E6 g4 (G/C) B H

HPVS8ET7 P B R A B A

HPV52E6 90 (T/Cy AR

HPV52E7 249 (B/G) REM, HRMACAEER
HPV16ES6 49(n/c) BEREBRER, so(e/c) B
AN, 96(T/CYIER, 367(C/o) MHRAE
590T HPV16 MR, HRA AR

HPV16E7 86 (A/CY RN, 169 (T/C) FHERBRER,
FCRAE RN B R

HPV16E6 29 (A/CYEHERARR AR, a9 (a/C) B RER
a8, s0(6/C) WAERERAR, 121(8/6) B
SRR, MR RO EF A

[HEVIEET | frfi L B

488H HPV1S8

5037 HPVSSE

585T HPVS8

5887 HPVEZ

594T HPV16

[0106]
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ON 102703606 A w BB B
HPVS8E6 PR =4 snp fr s B
462H HPV58 A
HEVSBEY Brafuaa s
HPVE2E6 s {T/O) BT, 2ssig/n) AHENE,
465T HPVS2 _ ,
HPVS2E7 248 (A/Cy BN, Haf i AT ER
HPVSZES so{T/or Bk
4977 HPVS2
HPV52E7 RS B
HPV1BES ag(c/T)y BARERET, 183 (C/g) w4,
557H HPV1S8
445 (C/n) P
HPV16ES 29 (a7C)y Bk ge A iR AM, a9 a/e) B4
&8, so(c/c) BEFEREAR. ss(T/G) BF
LA AR, 203 (C/G) BHLERAR AN,
564T HPV16 268 {T/G) FAERBRAEM, 367 (C/0) TR,
gl i M
HPV16EY B6{a/G) BFERTRAN, 258{n/e) BHER
AR At A
HPV1GES 28 (a/cy BpEgAnRE A, a9 (a/o) e
#8, s0(c/C) BHAREFEREEE, s1(c/ny B
79T HPV1E gl BT, oe{r/ar g, el HET
HPV1BE7 FrE i R B A
HPV52E6 guir/or il
586T HPVS2 )
HPV52E7 R sl e e
HPV1GES 2s(a/oy Bbsr R EH, as(p/O1 B R
w5060 WERTHREE, sslr/e) i
630H HPV16 B
HPV16E7 gl s e
HPV52E6 go /o)
4957 HPVS2 _
HPVS2E7 249 (n/G) WA, b ¥R
HPV58EG T A~ SNP oL 150 g B A 1
645H HPVS8
HPVSEET Mg fr i B A
HPV16ES 49 (a/C) B ARIRAM, s0(a/C) Bk
AR, 96(T/G) AR, 106(G/CH HAEM,
661H HPV1E 203 (c/cy BASEEEER, 268(T/G) SR,
367{C/G) ZEAR, HWRFAUHIFER
HPV16ET 86 (A/GY TR, LRl hEER
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HPV16EG

HPV16E7

HPVSBES

HPV58E7

HPV52E6

HPVS2E7
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